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Extended phenotypes in the canopies of Norway spruce 

Abstract  

The extended phenotype may help us understand how genetically determined trait variation in 
foundation species can influence associated organisms. Today, there is no existing demonstration 
of how genetically determined trait variation in Norway spruce (Picea abies) may affect 
associated organisms in tree canopies. As a majority of all planted Norway spruce seedlings 
used, in Swedish forestry today, originates from breeding programs it is interesting to know how 
the genetic material used in these programs may affect associated organisms. For example, 
according to the growth rate hypothesis the nutritional status of a plant should correspond 
negatively with tree growth, and the nutritional status of the plant should affect associated 
organisms. In this study, I aim to evaluate if the genetic origin of Norway spruce affect plant 
growth and nutritional status of needles (in this case the C:N ratio) and in extension associated 
communities (abundance of aphids) in the tree canopies. More specifically I will test the 
following six hypotheses; (1) there is a genetic influence on growth so that breast height 
diameter (DBH) differ among full-sib families, (2) the growth rate of the trees expressed as their 
DBH have a significant negative effect on needle C and positive effect on N and consequently 
negative effect on the C:N ratio, (3) there is a genetic component influencing C:N ratio of the 
needles so that the ratio differs between full-sib families, (4) growth rate of different full-sib 
families effect the C:N ratio of needles, (5) the abundance of aphids is influenced by full-sib 
family and the C:N ratio of needles and (6) growth rate of different full-sib families effect the 
abundance of aphids. To address these hypotheses twig and insect samples was sampled from 
Norway spruce trees in 90 two-by-two tree plots from 9 full-sib families. Aphids were 
determined to species level and needles was analyzed for C and N content with an elemental 
analyzer. The data on tree growth, needle chemistry, and aphid abundance were used in 
statistical tests using the statistical software JMP PRO 12.1.0.  

I found a clear genetic influence on growth in Norway spruce; fast growing full-sib families 
reached a DBH almost three times larger than that of slow growing full-sib families after 37 
years (3.8 cm vs. 9.8 cm). In line with the growth rate hypothesis differences in growth rate also 
corresponded negatively with the C:N ratio of needles suggesting that needles of fast growing 
trees are more nutritious than slow growing trees. Despite this relation fast growing full-sib 
families did not necessarily have the highest nutritional status suggesting that the growth rate – 
nutrition relationship follow different developmental trajectories in different families. Further, 
aphid abundance in the canopy of Norway spruce was significantly influenced by full-sib family, 
but this effect could not be related to tree growth nor C:N ratio of the needles of the different 
full-sub families.  

Given these results, it seems possible that selection of plant material of certain genetic origin 
(e.g. fast growing plants) such as currently conducted in Sweden can influence how other plant 
traits are expressed in populations. If these other traits are of ecological significance we would 
also expect them to influence ecological processes. 
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Introduction  

 
The extended phenotype, defined by Dawkins (1982) as “all effects of a gene upon the world” 
and later by Whitham et al. (2003) as “ the effects of genes at levels higher than the population”,  
may help us understand how genetically determined trait variation in foundation species 
influence associated organisms (Whitham et al., 2003; Dickson & Whitham, 1996). This effect 
can be pronounced and is shown in a number of studies from various study systems (Whitham et 
al., 2012; Whitham et al., 2006; Iason et al., 2005; Ito & Ozaki, 2005; Dungey et al., 2000; 
Hwang & Lindroth, 1997; Maddox & Root, 1990). Nevertheless, there is still little known about 
the effects of genetically determined trait variation in boreal trees on associated organisms 
(Whitham et al., 2006), but see Korkama et al. (2008, 2007, & 2006) for examples in soil.  
  
In Norway spruce phenotypic variation are shown in various ecological important traits such as 
the number of branches (Steffenrem et al., 2008), dehardening (Westin et al., 2000), and Rosner 
et al. (2007) showed that mechanical toughness and growth rate are positively related. There is 
also a genotypic correlation with fungal growth in Norway spruce (Swedjemark et al., 1997) and 
Axelsson et al. (2015) showed that carbon based defence (phenolics) in Norway spruce differed 
significantly among full-sib families. The above studies clearly show that the phenotypic 
variation in Norway spruce can be significant, but the effect of such variation on associated 
organisms are not well-known. Further, such studies have merely touched upon how 
commercially important traits such as growth may affect ecologically important traits and further 
the extended phenotypes associated with the tree. 
 
General theory on plant physiology predicts that plant growth will affect the nutritional status of 
the plant (e.g. C:N ratio) by a synchronous effect on nutrition (N) and carbon based ‘defensive’ 
characteristics. The growth rate hypothesis states that there is a correlation between the 
stochasticity of C:N:P and the growth of an organism (Elser et al., 2000). Peng et al. (2011) 
found a positive relation between N concentrations and growth. Also, trade-offs between growth 
and defence suggests that plants with fast growth should be less defended, as phenolic and 
alkaloid synthesis directly competes with growth (Herms & Mattson, 1992). Addressing how 
these synchronic effects on growth play out to affect plant nutrition (C:N ratio) could help in our 
understanding of how plant growth may affect associated organisms.  
 
The nutritional status of foliage is an ecologically important trait of general influence over 
various herbivores. A high C:N ratio translates to a low concentration of N, and consequently, 
less protein for the herbivore (Mattson, 1980). Kainulainen et al. (1996) reported an increase in 
aphid growth when foliar nitrogen increased due to fertilization. Similar results are shown by 
Fajer (1989) that found that N content in Plantago lanceolata leaves correlated positively with 
growth of larvae of the butterfly Junonia coenia. In a study by Williams and Avakian (2015) a 
genetic effect on foliar terpenes was shown and the variation among clones in the colonization 
by aphids could be explained by terpenes. Consequently, if a plant growth affect plant nutrition 
we would expect that this would influence other organisms associated with the plant.  
 
Links between commercially important traits such as growth and other ecologically important 
properties are not well studied in Norway spruce, and basically nothing in known about how 
genetics can affect extended phenotypes in tree canopies. In this study, I will examine the effect 
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of spruce genetics and genetically determined growth on the nutritional status of trees and further 
on the abundance of aphids of the genus Cinara utilizing spruce foliage. More specifically, I will 
test the following hypotheses.  
 
1: There is a genetic influence on growth so that breast height diameter (DBH) differ among full-
sib families. 
2: The growth rate of the trees expressed as their DBH have a significant negative effect on 
needle C and positive effect on N and consequently negative effect on the C:N ratio.  
3: There is a genetic component influencing C:N ratio of the needles so that the ratio differs 
between full-sib families. 
4: Growth rate of different full-sib families effect the C:N ratio of needles. 
5: The abundance of aphids is influenced by full-sib family and the C:N ratio of needles.  
6: Growth rate of different full-sib families effect the abundance of aphids.  
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Material and methods 
 
Experimental design  
 
The field work for this study was conducted in Sävar 
(63º88’N 23º55.E, altitude 10m) about 15 km northeast of 
Umeå on a test site (ID No S23F7720331) managed by The 
Forest Research Institute of Sweden (Skogforsk). The 
experiment was established in 1977. Norway spruce (Picea 
abies) seedlings were planted with 1x1m gaps from each 
other in a design so that four trees in a two-by-two tree plots 
were from the same full-sib family (fig 1). The different 
full-sib families originated from controlled crosses between 
mothers and fathers from different locations throughout the 
counties of Västerbotten, Jämtland and Västernorrland. 
These two-by-two plots are considered a sampling unit 
(replicate) in these studies. 
 
Sampling and aphid species determination 
 
In the autumn of 2014 (16/9 – 27/10) spruce trees from 90 
two-by-two tree plots from nine full-sibs differing in growth 
rate were surveyed. However, due to mortality nine plots 
could not be sampled and the data presented here is from 81 
plots. From the lowest green branch of each tree one green 
twig was collected. The size of twigs was standardized to fit in a 25x20 cm zip-bag. The twigs 
were stored frozen and later processed in the lab. Each frozen twig was pulled through the hand 
five times to detach aphids on to a tray. Aphids were collected and stored in ethanol for later 
species determination.   
 
All aphid species were determined to species level using the entomological identification manual 
Fauna Entomologica Scandinavica (Heie, 1980) and (Heie, 1995). Aphids were put on a petri 
dish with ethanol and examined under a microscope (Leica, Upplands Väsby, Sweden) down to 
4X magnification. 
 
Chemicals analyses 
 
For chemical analyses (C, N) needles were collected from the most peripheral of the current 
year’s shoot of each twig in September 2015. Each needle sample consisted of 24 needles 
collected in equal numbers from the live trees in each plot. The needles from all 81 samples were 
put in separate paper bags and put into a drying cabinet for 48 hours on 50º (C) before milled in a 
sample mill (1093 Cyclotec sample mill, FOSS, Hillerød, Denmark) for approximately 10 
seconds. The milled samples were put in Eppendorf test tubes. 
 
Measurement of mass fractions of C and N (ωC and ωN) was done using an elemental analyzer 
(Flash EA 2000, Thermo Fisher Scientific, Bremen, Germany). C and N of the dried sample 

Figure 1. Principal sketch of the 
experimental design. Numbers are 
family id and stars show the 
placement of four individual trees 
used as a replicate. Each family 
was replicated 9-10 times.  
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material are converted to CO2 and N2 by combustion, dry mass is defined by oven drying at 70º 
(C) for minimum 18 hours. The results are corrected for drift and sample size effect (non-
linearity). Working standards are wheat and maize flours calibrated against reference standards. 
For ωN, atropine, cellulose, and NIST 1515 apple leaves, and for ωC, cyclohexanone, 
nicotinamide, and sucrose.  
 
Statistical analyses 
 
To test my hypotheses I used a combination of statistical tests (Table 1). I used linear regressions 
to fit DBH against needle chemistry and further needle chemistry against aphid abundance to test 
the relationship between my continuous independent variables and the responses. To test the 
effect on full-sib family on DBH, needle chemistry and aphid abundance I used a Generalized 
Linear Model (GLM). In this test, I also included DBH as a covariate for the test on needle 
chemistry and needle chemistry as a covariate for aphid abundance. As the distribution of the 
aphid data was skewed to the left with many zeros the GLM on aphid abundance was fitted with 
Poisson distribution. In this case, the non-parametric Kruskal-Wallis test was used as a post hoc 
test to explore significant differences in means. The data were otherwise normal distributed and 
Tukey-Kramer HSD test was used to find means that were significant different from each other. 
All the analyses described above were done using the statistical program JMP PRO 12.1.0 (© 
2015 SAS Institute Inc.). 
 
 
Table 1. Data distrubution and test for each hypothesis 

Hypothesis Data distribution Data response Test 
1 Normal DBH GLM & Tukey-Kramer  
2 Normal N, C and C:N ratio Linear regression 
3 Normal C:N, DBH as control GLM & Tukey-Kramer 
4 Normal C:N Linear regression 
5 Poisson Aphid abundance GLM & Kruskal-Wallis 
6 Poisson Aphid abundance Linear regression 
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Result 
 
 
1: There is a genetics influence on growth so that DBH differ among full-sibs families. 
 
The GLM on the effect of full-sib family on DBH show that there is a clear genetic influence on 
growth in Norway spruce (P = 0.0001, df = 8, Chi2 = 32.3). In some cases this effect caused fast 
growing full-sib families to have a DBH that were twice as high compared with slow growing 
families (Fig 2). Comparison for all pairs using Tukey-Kramer HSD also shows that full-sib 126 
grew significantly faster than full-sib 45, 138, 8, 70, and 71.  
 

 
Figure 2. Bar graph showing the mean DBH (as a proxy of growth rate) of 9 different full-sibs families 
of Norway spruce trees. Error bars showing standard error. A & B symbolizes the all pair comparison 
using Tukey method, showing that 126 differs significantly from 45, 138, 8, 70, and 71.  
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2: The growth rate of the trees expressed as their DBH have a significant negative effect on 
needle C and positive effect on N and consequently negative effect on the C:N ratio. 
 
DBH clearly had a positive effect (P = 0.0008, R2 = 0.1167) on N content in the needles and 
consequently a negative effect on the C:N ratio (P = 0.0008, R2 = 0.1167). There was no 
significant relationship between DBH and C content (P = 0.7142, R2 = 0.0015).  

 
 
 

 
 
Figure 3 Linear regressions on needle chemistry e.g. percentage of C and N, and the C:N ratio and DBH 
with corresponding line equation, R2 value, and P-value.   
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3: There is a genetic component influencing C:N ratio of the needles so that the ratio differs 
between full-sib families. 
 
The C:N ratio differed significantly between full-sib families (P = 0.0205, df = 8, Chi2 = 18.1) 
also when DBH is included as a covariate to control for genetic controlled variation in growth (P 
= 0.0006, df = 1, Chi2 = 11.9) (Table 1). However, the Tukey analysis was not able to detect any 
significantly differences in C:N ratio between the specific full-sib families in both of the 
analyses. 
 
Table 1. Test statistics from GLM analyses (P-values, Chi2, and df) of effects from full-sib family and 
DBH on the C:N ratio.  
Effect Tests     
Source DF Chi2 P 
Family 8 18.095 0.0205 
DBH (cm) 1 11.908 0.0006 

 
 
4: Growth rate of different full-sib families effect the C:N ratio of needles.  
 
The C:N ratio in needles did not differ significantly between the full-sib families. (P = 0.2283) 
(Fig 4). Similar result was found for mean needle concentration of N (P = 0.2329).  
 

 
Figure (4). Linear regression of mean C:N ratio per full-sib family and corresponding mean DBH (cm). 
Line equation, R2, and P in legend.  
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The identification of the aphids resulted in 21 identified individuals in four species of the genus 
of Cinara. Most common, comprising 66 % of the community was C. pruinosa (14) followed by 
C. piceae (3), C. piceicola (3), and C. pilicornis (1). Three individuals of Schizolachnus spp. was 
found, these are however an aphid on Scots pine (Pinus sylvestris) and were considered as 
“tourists” (Roger Petterson personal communication Nov. 2015.) and disregarded in the 
statistical tests (fig 5).  
 
5: The abundance of aphids is influenced by full-sib family and the C:N ratio of needles.  
 
The abundance of aphids differed significantly between the full-sib families (P = 0.0132, df = 8, 
Chi2 = 19.3) but not from the C:N ratio in needles (P = 0.2266, df = 1, Chi2 =1.5). However, 
follow-up analysis using Kruskal-Wallis method failed to detect any significant difference of 
aphid abundance between the nine full-sib families. 
 

 
 
Figure (6.) Mean abundance of Cinara spp. on 9 different full-sib families of Norway spruce. Error bars 
show SE.   
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6: Growth rate of different full-sib families effect the abundance of aphids. 

Growth rate in the different full-sib families did not have a significantly effect on mean aphid 
abundance (P = 0.4700, R2 = 0.0769). In (fig 7) linear regression of mean per full-sib family 
Cinara spp. and DBH is shown with linear equation, R2-value, and p-value.  
 
 

 
 
Figure (7) Linear regression of mean aphid abundance per full-sib family and corresponding mean DBH 
(cm) per full-sib family. Legend shows equation on the linear regression, p-value and R2.  
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Discussion  
 
A general assumption in the field of community genetics is that genetically controlled variation 
in ecologically important plant traits will affect associated organisms and thus help in the 
formation of community phenotypes (Whitham et al. 2003). In this study, I was interested in 
exploring how genetically controlled variation in plant growth in Norway spruce may influence 
the nutritional status of the needles and further affect the abundance of aphids utilizing the tree. 
In line with the growth rate hypothesis it is clear from my results that the nutritional status (C:N 
ratio) of spruce needles correlated negatively with plant growth. However, although full-sib 
families also differed in both growth and C:N ratio, fast growing families did not necessarily 
have lower C:N ratios. The genetic origin of spruce trees also had a significant effect on the 
abundance of aphid. This effect could, however not, be explained by the nutritional status or 
growth rate of the host trees.  
 
In line with my first hypothesis (H1) my results show that there is a clear difference in growth 
due to tree genetic origin. One full-sib family (126) differs significantly from five others (45, 
138, 8, 70, and 71). The full-sib family 126 had a DBH twice as high compared with full-sib 
family 45, 138, 8, 70 and 71. The remaining tree full-sib families (50, 127, and 10) did not differ 
significantly from any of the other six or from each other. Such genetic controlled variation in 
plant growth as reported here is used in Swedish tree breeding programs to improve production 
potential of Swedish forestry. Today, seed orchards deliver 69 % of all spruce plant material 
planted in Swedish forests (Anon, 2014), and it is estimated that plants from such program have 
increased the production potential by about 20 % (Wennström et al., 2008). 
 
Given the general theory of growth rate and plant nutrition relationships (Elser et al., 1996) it is 
relevant to explore how variation in growth such as shown in this study can play out to affect 
other ecologically important plant traits. In agreement with my second hypothesis (H2) I found a 
correlation between growth-rate of trees and the concentration of N (positive) and consequently 
the C:N ratio (negative) in the needles. This is consistent with Peng et al. (2011) that also found 
a positive relation between growth and N concentration in seven shrub species (Bauhinia faberi, 
Periploca sepium, Hippophae rhamnoides, Sophora davidiana, Rosa roxburghii, Berberis 
wisoniae, and Pyracantha fortuneana). Contradicting my fourth hypothesis (H4) the correlation 
fails to show when exploring this relationship on a family level, most likely due to the reduced 
power when pooling the data. However, the trend seems similar, despite the loss of statistical 
significance. Nevertheless, consistent with my third hypothesis (H3) full-sib family had a 
significant effect on the C:N ratio in needles. In this analysis the DBH was included as a 
covariate thus controlling for the effect of growth itself on C:N ratios. Taken together this 
suggests that the effect of full-sib family on C:N ratio is not a simple relation with among family 
differences in growth. Instead, part of the variation is explained by other genotypic differences 
which cannot be determined in this study.  
 
In line with my fifth hypothesis (H5) full-sib family has an influence on aphid abundance. 
However, not as predicted through the C:N ratio. The mechanism of full-sib family effect on 
aphid abundance could consequently not be revealed in my study. Also, contrary my last 
hypothesis (H6) I found no correlation between growth-rate of the different full-sib families and 
aphid abundance. Despite the findings of a genetic effect on aphid abundance in this study the 
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mechanism of flow on effects of growth rate and C:N ratio seemed not to be valid. The reason 
for this may come from effects of other plant traits that may differ between genotypes. For 
example, Wimp et al. (2005) found that plant chemistry (e.g. secondary metabolites) can be an 
important factor that affects arthropod communities and also concluded that other genetic-based 
factors are likely involved. Although I cannot identify the specific mechanism, my results clearly 
show how plant genotype can affect plant chemistry as well as associated organisms. As stated 
above, Swedish tree breeding programme have a large impact on the growth of newly planted 
forests (Anon, 2014; Wennström et al., 2008), such selection of specific genotypes could affect 
not only growth of spruce trees but also other ecologically important plant traits and in extension 
dependent organisms.  
 
In working with my chemical analysis I assumed that trees with high concentrations of N in their 
needles and a low C:N ratio would imply that those needles would have a high nutritional value 
and be highly attractive for the aphids. However, the result contradicted that the C:N ratio 
influenced aphid abundance. Clearly, the genetic controlled differences in abundance of aphids 
could not be related to the genetically controlled levels of N in needles or growth rates of trees. 
The mechanism connecting the genetic control of aphid abundance remains to be determined in 
Norway spruce. More detailed studies on defensive substances could potentially help in this 
agenda. In fact, defensive chemicals come in a very large variety and concentration of C is a very 
rough measure of defensive capacity. For example, it is known that secondary metabolites can be 
used by insects in their own defence (Peterson et al., 1987; Eisner et al., 1974) and by feeding on 
them (Bernays & Woodhead, 1982; Kato, 1978). There is a great variation in effectively on 
defensive secondary metabolites on different species (Mattson, 1980), giving a great difficulty of 
using these to explain feeding behaviour of herbivores and nutrient content of foliage (Bennett & 
Wallsgrove, 1994).  
 
There were no aphids found on the trees from three of the full-sib families. This is almost 
certainly a result of sampling intensity and should not be interpreted that these families are not 
utilized by aphids. Also, the within-family variation on aphid abundance was quite large which 
will affect the possibility to detect differences. This variation could have been reduced if 
sampling had been done when the aphids had been more active, i.e. earlier in the season. A more 
intensive sampling resulting in a greater dataset without full-sib empty of aphids had of course 
been preferred. Since the aphids in this study were collected late in the season, another 
interesting finding of Wimp et al., (2005) is that toxic chemicals declined during the season 
which might increase the numbers of generalists. Genetically determined traits other than plant 
growth and needle nutritional status were not included in this study. 
 
To conclude; in this study, I show that the genetic origin of Norway spruce have significant 
effects on ecologically important plant trait such as tree growth, N and C:N ratio in needles, and 
further can influence the abundance of aphids in tree canopies. However, growth rates of 
different full-sib families did not correlate with C:N ratios in needles or aphid abundance in tree 
canopies. Instead, it seems like there are strong among family patterns in the C:N ratio–growth 
rate relationship that does not correspond with the general trend of the population. Given these 
results, it seems possible that selection of plant material of certain genetic origin such as 
currently conducted in Sweden can influence how plant traits are expressed in the populations. If 
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these traits are of ecological significance we would also expect them to influence ecological 
processes.  
 
Acknowledgment 
 
First, I would like to thank my supervisor Petter Axelsson for his support during my study, I also 
thank my co-supervisor Joakim Hjältén. I personally thank Roger Pettersson from the 
Department of Wildlife, fish, and Environmental Studies, SLU, who gave invaluable help with 
species identification. I greatly thank Dr. Jörgen Olsson who carried out the field work and Jonas 
Lundholm from the Department of Forest Ecology and Management, SLU who performed the 
chemical analysis. Thank also to the Forest Research Institute of Sweden (skogforsk) for 
providing access to the Norway spruce experiment. I would last but not least thank to all my 
family and friends who supported me, especially thank to Lukas Holmström, Marcus Larsson, 
Joakim Stenberg, and Martin Johansson. 
 
 
References 
 
Andrew, R.L., Wallis, I.R., Harwood, C.E., Henson, M. & Foley, W.J. (2007). Heritable 

variation in the foliar secondary metabolite sideroxylonal in Eucalyptus confers cross-
resistance to herbivores. Oecologia, 153(4), pp. 891-901. 

Anon (2014). Skogsstatistisk årsbok - Swedish Statistical Yearbook. Skogsstyrelsen - Swedish 
Forest Agency. 

Axelsson, E.P., Iason, G.R., Julkunen-Tiitto, R. & Whitham, T.G. (2015). Host Genetics and 
Environment Drive Divergent Responses of Two Resource Sharing Gall-Formers on 
Norway Spruce: A Common Garden Analysis. Plos one, 10(11), p. E0142257. 

Bennett, R.N. & Wallsgrove, R.M. (1994). Secondary metabolites in plant defense-mechanisms. 
New Phytologist, 127(4), pp. 617-633. 

Bernays, E.A. & Woodhead, S. (1982). Plant phenols utilized as nutrients by a phytophagous 
insect. Science, 216(4542), pp. 201-203. 

Borzak, C.L., Potts, B.M., Davies, N.W. & O'Reilly-Wapstra, J.M. (2015). Population 
divergence in the ontogenetic trajectories of foliar terpenes of a Eucalyptus species. 
Annals of Botany, 115(1), pp. 159-170. 

Dawkins, R. (1982). The Extended Phenotype - The Gene as the Unit Of Selection: Oxford 
University Press. 

Dickson, L.L. & Whitham, T.G. (1996). Genetically based plant resistance traits affect 
arthropods, fungi, and birds. Oecologia, 106(3), pp. 400-406. 

Dungey, H.S., Potts, B.M., Whitham, T.G. & Li, H.F. (2000). Plant genetics affects arthropod 
community richness and composition: Evidence from a synthetic eucalypt hybrid 
population. Evolution, 54(6), pp. 1938-1946. 

Eisner, T., Johnesse.Js, Carrel, J., Hendry, L.B. & Meinwald, J. (1974). Defensive use by an 
insect of a plant resin. Science, 184(4140), pp. 996-999. 

Elser, J.J., Dobberfuhl, D.R., mackay, N.A. & Schampel, J.H. (1996). Organism size, life history, 
and N:P stoichiometry. Bioscience, 46(9), pp. 674-684. 



17 
 

Elser, J.J., Sterner, R.W., Gorokhova, E., Fagan, W.F., Markow, T.A., Cotner, J.B., Harrison, 
J.F., Hobbie, S.E., Odell, G.M. & Weider, L.J. (2000). Biological stoichiometry from 
genes to ecosystems. Ecology Letters, 3(6), pp. 540-550. 

Fajer, E.D. (1989). The effects of enriched co2 atmospheres on plant-insect herbivore 
interactions - growth-responses of larvae of the specialist butterfly, Junonia-coenia 
(Lepidoptera: Nymphalidae). Oecologia, 81(4), pp. 514-520. 

Harborne, J.B. & Williams, C.A. (2000). Advances in flavonoid research since 1992. 
Phytochemistry, 55(6), pp. 481-504. 

Heie, O.E. (1980). Fauna entomologica scandinavica - The Aphidoidea (Hemiptera) of 
Fennoscandia and Denmark. I. General part. The families Mindaridae, Hormaphididae, 
Thelaxidae, Anoeciidae, and Pemphigidae. 9): Scandinavian Science Press LTD  

Heie, O.E. (1995). Fauna entomologica scandinavica - The Aphidoidea (Hemiptera) of 
Fennoscandia and Denmark: Family Aphididae : Part 3 of Tribe Macrosiphini of 
Subfamily Aphidinae, and Family Lachnidae 31): Brill Academic Pub  

Herms, D.A. & Mattson, W.J. (1992). The dilemma of plants - to grow or defend. Quarterly 
Review of Biology, 67(3), pp. 283-335. 

Hwang, S.Y. & Lindroth, R.L. (1997). Clonal variation in foliar chemistry of aspen: Effects on 
gypsy moths and forest tent caterpillars. Oecologia, 111(1), pp. 99-108. 

Iason, G.R., Lennon, J.J., Pakeman, R.J., Thoss, V., Beaton, J.K., Sim, D.A. & Elston, D.A. 
(2005). Does chemical composition of individual Scots pine trees determine the 
biodiversity of their associated ground vegetation? Ecology Letters, 8(4), pp. 364-369. 

Ito, M. & Ozaki, K. (2005). Response of a gall wasp community to genetic variation in the host 
plant Quercus crispula: a test using half-sib families. Acta Oecologica-International 
Journal of Ecology, 27(1), pp. 17-24. 

Kainulainen, P., Holopainen, J., Palomaki, V. & Holopainen, T. (1996). Effects of nitrogen 
fertilization on secondary chemistry and ectomycorrhizal state of Scots pine seedlings 
and on growth of grey pine aphid. Journal of Chemical Ecology, 22(4), pp. 617-636. 

Kato, M. (1978). Phenols as indispensible components of the synthetic diet of the silkworm, 
Bombyx-mori. Entomologia Experimentalis Et Applicata, 24(3), pp. 485-490. 

Korkama, T., Fritze, H., Kiikkila, O. & Pennanen, T. (2007). Do same-aged but different height 
Norway spruce (Picea abies) clones affect soil microbial community? Soil Biology & 
Biochemistry, 39(9), pp. 2420-2423. 

Korkama, T., Mueller, M.M. & Pennanen, T. (2008). Decomposition and fungi of needle litter 
from slow- and fast-growing norway spruce (Picea abies) clones. Microbial Ecology, 
56(1), pp. 76-89. 

Korkama, T., Pakkanen, A. & Pennanen, T. (2006). Ectomycorrhizal community structure varies 
among Norway spruce (Picea abies) clones. New Phytologist, 171(4), pp. 815-824. 

Maddox, G.D. & Root, R.B. (1990). Structure of the encounter between goldenrod (Solidago-
altissima) and its diverse insect fauna. Ecology, 71(6), pp. 2115-2124. 

Mattson, W.J. (1980). Herbivory in relation to plant nitrogen-content. Annual Review of Ecology 
and Systematics, 11, pp. 119-161. 

Peng, Y.H., Niklas, K.J. & Sun, S.C. (2011). The relationship between relative growth rate and 
whole-plant C:N:P stoichiometry in plant seedlings grown under nutrient-enriched 
conditions. Journal of Plant Ecology, 4(3), pp. 147-156. 



18 
 

Peterson, S.C., Johnson, N.D. & Leguyader, J.L. (1987). Defensive regurgitation of 
allelochemicals derived from host cyanogenesis by eastern tent caterpillars. Ecology, 
68(5), pp. 1268-1272. 

Rosner, S., Klein, A., Muller, U. & Karlsson, B. (2007). Hydraulic and mechanical properties of 
young Norway spruce clones related to growth and wood structure. Tree Physiology, 
27(8), pp. 1165-1178. 

Santa-Regina, I., Rico, M., Rapp, M. & Gallego, H.A. (1997). Seasonal variation in nutrient 
concentration in leaves and branches of Quercus pyrenaica. Journal of Vegetation 
Science, 8(5), pp. 651-654. 

Steffenrem, A., Lindland, F. & Skroppa, T. (2008). Genetic and environmental variation of 
internodal and whorl branch formation in a progeny trial of Picea abies. Scandinavian 
Journal of Forest Research, 23(4), pp. 290-298. 

Swedjemark, G., Stenlid, J. & Karlsson, B. (1997). Genetic variation among clones of Picea 
abies in resistance to growth of Heterobasidion annosum. Silvae Genetica, 46(6), pp. 
369-374. 

Wennström, U., Johansson, K., Lindström, A. & Stattin, E. (2008). Skogsskötselserien nr 2, 
Produktion av frö och plantor. (Skogsskötselserien 2008: Skogsstyrelsen - in Swedish. 

Westin, J., Sundblad, L.G., Strand, M. & Hallgren, J.E. (2000). Phenotypic differences between 
natural and selected populations of Picea abies. L. Frost hardiness. Scandinavian Journal 
of Forest Research, 15(5), pp. 489-499. 

Whitham, T.G., Bailey, J.K., Schweitzer, J.A., Shuster, S.M., Bangert, R.K., Leroy, C.J., 
Lonsdorf, E.V., Allan, G.J., difazio, S.P., Potts, B.M., Fischer, D.G., Gehring, C.A., 
Lindroth, R.L., Marks, J.C., Hart, S.C., Wimp, G.M. & Wooley, S.C. (2006). A 
framework for community and ecosystem genetics: from genes to ecosystems. Nature 
Reviews Genetics, 7(7), pp. 510-523. 

Whitham, T.G., Gehring, C.A., Lamit, L.J., Wojtowicz, T., Evans, L.M., Keith, A.R. & Smith, 
D.S. (2012). Community specificity: life and afterlife effects of genes. Trends in Plant 
Science, 17(5), pp. 271-281. 

Whitham, T.G., Young, W.P., Martinsen, G.D., Gehring, C.A., Schweitzer, J.A., Shuster, S.M., 
Wimp, G.M., Fischer, D.G., Bailey, J.K., Lindroth, R.L., Woolbright, S. & Kuske, C.R. 
(2003). Community and ecosystem genetics: A consequence of the extended phenotype. 
Ecology, 84(3), pp. 559-573. 

Williams, R.S. & Avakian, M.A. (2015). Colonization of Solidago altissima by the Specialist 
Aphid Uroleucon nigrotuberculatum: Effects of Genetic Identity and Leaf Chemistry. 
Journal of Chemical Ecology, 41(2), pp. 129-138. 

Wimp, G.M., Martinsen, G.D., Floate, K.D., Bangert, R.K. & Whitham, T.G. (2005). Plant 
genetic determinants of arthropod community structure and diversity. Evolution, 59(1), 
pp. 61-69. 



SENASTE UTGIVNA NUMMER  

 
2015:17 Life History Trade-offs in Anadromous Burbot Lota Lota (Linnaeus 1758) from 

Rickleån and Sävarån, Northern Sweden 
 Författare: Mikael Sandberg 
 
2015:18 Laxens uppströmsvandring i den restaurerade och flödesreglerande Umeälvens 

nedre del 
 Författare: Joakim Johansson 
 
2016:1 Moose (Alces alces) browsing patterns in recently planted clear-cut areas in 

relation to predation risk of the gray wolf (Canis lupus) in Sweden 
 Författare: Suzanne van Beeck Calkoen 
 
2016:2 Ecological requirements of the three-toed woodpecker (Picoides tridactylus L.) in 

boreal forests of northern Sweden 
 Författare: Michelle Balasso 
 
2016:3 Species Composition and Age Ratio of Rock Ptarmigan (Lagopus muta) and Willow 

Grouse (Lagopus lagopus) Shot or Snared in The County of Västerbotten: Possible 
Implementations For Grouse Winter Management 

 Författare: Alisa Brandt 
 
2016:4 Prevalence of Puumala virus (PUUV) in bank voles (Myodes glareolus) after a major 

boreal forest fire 
 Författare: Seyed Alireza Nematollahi Mahani 
 
2016:5 Dispersal of young-of-the-year brown trout (Salmo trutta L.) from spawning beds 
 - Effects of parental contribution, body length and habitat 
 Författare: Susanna Andersson 
 
2016:6 Intra and interhabitat migration in junvenile brown trout and Atlantic salmon in 

restored tributaries of the Vindelriver 
 Författare: Matti Erikoinen 
 
2016:7 Skogsarbete i björnområde – en pilotstudie om arbetsmiljöfrågor 
 Författare: Moa Walldén 
 
2016:8 Älgavskjutning och slaktviktsutveckling Malingsbo-Klotenområdet 
 Författare: Sofie Kruse 
 
2016:9 Immediate effects on the beetle community after intensive fertilization in young 

Norway spruce (Picea abies) stands 
 Författare: Martin Johansson 
 
2016:10 Effectiveness of a fish-guiding device for downstream migrating smolts of Atlantic 

salmon (Salmo salar L.) in the River Piteälven, northern Sweden 
 Författare: Linda Vikström 
 
2016:11 Artificial gap creation and the saproxylic beetle community: The effect of substrate 

properties on abundance and species richness 
 Författare: Nils Bodin 
 
 
 
Hela förteckningen på utgivna nummer hittar du på www.slu.se/viltfiskmiljo 




